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Abstract

 
 

Invasion of host tissue by the human fungal pathogen Candida albicans is an important step during
the development of candidosis. However, not all C. albicans strains possess the same invasive
and virulence properties. For example, the two clinical isolates SC5314 and ATCC10231 differ in
their ability to invade host tissue and cause experimental infections. Strain SC5314 is invasive
whereas strain ATCC10231 is non-invasive and strongly attenuated in virulence compared to
SC5314. In this study we compare the in vitro phenotypic, transcriptional and genomic profiles of
these two widely used laboratory strains in order to determine the principal biological and genetic
properties responsible for their differential virulence.
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