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Abstract

 
 

Network inference of gene expression data is an important challenge in systems biology. Novel
algorithms may provide more detailed gene regulatory networks (GRN) for complex, chronic
inflammatory diseases such as rheumatoid arthritis (RA), in which activated synovial fibroblasts
(SFBs) play a major role. Since the detailed mechanisms underlying this activation are still unclear,
simultaneous investigation of multi-stimuli activation of SFBs offers the possibility to elucidate the
regulatory effects of multiple mediators and to gain new insights into disease pathogenesis.
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