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Abstract

 
 

Gel-based proteomics is a widely applied technique to measure abundances of proteins in various
biological systems. Comparison of two or more biological groups involves matching of 2-D gels.
Depending on the software, this can result in spots showing missing values on several gels. Most
studies ignore this fact or substitute all missing data by zero. Since a couple of years, scientists
have realized that this is not the optimal way of analyzing their data and several studies were
published presenting methods of imputing missing proteomics data. Most of these methods have
already been applied to microarray data before; the phenomenon of missing data is well known in
this field, too. With this review, we intend to further raise awareness of the problem of missing
values in gel-based proteomics. We summarize reasons for missing values and explore their
distribution in data sets. We also provide a comparison and evaluation of hitherto proposed
imputation methods for gel-based proteomics data.

 

 

https://www.leibniz-hki.de/en/fs-publications-details.html?publication=667
http://www.ncbi.nlm.nih.gov/pubmed/20077407
http://www.ncbi.nlm.nih.gov/pubmed/20077407


 

Involved units

 
 
     Molecular and Applied Microbiology  Axel Brakhage      Read more     

 
     Microbiome Dynamics  Gianni Panagiotou      Read more     

 

 

Leibniz-HKI-Authors

 
 
 
 
 

  

Daniela Albrecht-Eckardt

 

Details

 

https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/microbiome-dynamics.html
https://www.leibniz-hki.de/en/fs-staff-details.html?member=103
https://www.leibniz-hki.de/en/fs-staff-details.html?member=103
https://www.leibniz-hki.de/en/fs-staff-details.html?member=103


 
 
 
 

  

Axel A. Brakhage

 

Details

 

 
 
 
 

  

Reinhard Guthke

https://www.leibniz-hki.de/en/fs-staff-details.html?member=1
https://www.leibniz-hki.de/en/fs-staff-details.html?member=1
https://www.leibniz-hki.de/en/fs-staff-details.html?member=1
https://www.leibniz-hki.de/en/fs-staff-details.html?member=43
https://www.leibniz-hki.de/en/fs-staff-details.html?member=43


 

Details

 

 
 
 
 

  

Olaf Kniemeyer

 

Details

 

 

 

 

Topics

 
 
  Management of heterogeneous experimental data  

https://www.leibniz-hki.de/en/fs-staff-details.html?member=43
https://www.leibniz-hki.de/en/fs-staff-details.html?member=19
https://www.leibniz-hki.de/en/fs-staff-details.html?member=19
https://www.leibniz-hki.de/en/fs-staff-details.html?member=19
https://www.leibniz-hki.de/847
https://www.leibniz-hki.de/847
https://www.leibniz-hki.de/847


 

 

 

Identifier

  
 

doi: 10.1002/pmic.200800576

 

PMID: 20077407

 

 

Powered by TCPDF (www.tcpdf.org)

http://www.tcpdf.org

