Anaerobic fungal communities differ along the horse
digestive tract.

Mura E, Edwards J, Kittelmann S, Kaerger K, Voigt K, Mrazek J, Moniello G, Fliegerova K (2019)
Anaerobic fungal communities differ along the horse digestive tract. Fungal Biol 123(3), 240-246.

Details

Abstract

Anaerobic fungi are potent fibre degrading microbes in the equine hindgut, yet our understanding
of their diversity and community structure is limited to date. In this preliminary work, using a clone
library approach we studied the diversity of anaerobic fungi along six segments of the horse
hindgut: caecum, right ventral colon (RVC), left ventral colon (LVC), left dorsal colon (LDC), right
dorsal colon (RDC) and rectum. Of the 647 ITS1 clones, 61.7 % were assigned to genus level
groups that are so far without any cultured representatives, and 38.0 % were assigned to the
cultivated genera Neocallimastix (35.1 %), Orpinomyces (2.3 %), and Anaeromyces (0.6 %). AL1
dominated the group of uncultured anaerobic fungi, particularly in the RVC (88 %) and LDC

(97 %). Sequences from the LSU clone library analysis of the LDC, however, split into two distinct
phylogenetic clusters with low sequence identity to Caecomyces sp. (94-96 %) and
Liebetanzomyces sp. (92 %) respectively. Sequences belonging to cultured Neocallimastix spp.
dominated in LVC (81 %) and rectum (75.5 %). Quantification of anaerobic fungi showed
significantly higher concentrations in RVC and RDC compared to other segments, which
influenced the interpretation of the changes in anaerobic fungal diversity along the horse hindgut.
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These preliminary findings require further investigation.

Involved units

Molecular and Applied Microbiology Axel Brakhage Read more

Jena Microbial Resource Collection Kerstin Voigt Read more

Leibniz-HKI-Authors

Kerstin Kaerger


https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/molekulare-und-angewandte-mikrobiologie.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/jena-microbial-resource-collection.html
https://www.leibniz-hki.de/en/mam-staff-details.html?member=226
https://www.leibniz-hki.de/en/mam-staff-details.html?member=226

Details

Kerstin Voigt

Details

Identifier

doi: 10.1016/j.funbio.2018.12.004


https://www.leibniz-hki.de/en/mam-staff-details.html?member=226
https://www.leibniz-hki.de/en/mam-staff-details.html?member=90
https://www.leibniz-hki.de/en/mam-staff-details.html?member=90
https://www.leibniz-hki.de/en/mam-staff-details.html?member=90

PMID: 30798879


http://www.tcpdf.org

