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Abstract

 
 

In a collection of 395 independent clinical isolates classified as Candida parapsilosis on a
biochemical profile basis, 20 Candida metapsilosis strains were identified by molecular tests with
an isolation frequency of 5%. Isolates were screened for their susceptibility to conventionally used
antifungals and for virulence determinants, such as biofilm formation and protease production.
Molecular characterization of C. metapsilosis independent isolates by amplified fragment length
polymorphism (AFLP) revealed a high percentage of polymorphic bands. Statistical analysis of the
pairwise genetic distances and bootstrapping revealed that recombination occurs and significantly
contributes to C. metapsilosis genetic population variability. No association between specific AFLP
markers and drug resistance or other phenotypes was observed.

 

 

https://www.leibniz-hki.de/en/mpm-publications-details.html?publication=1277
http://www.ncbi.nlm.nih.gov/pubmed/19559094
http://www.ncbi.nlm.nih.gov/pubmed/19559094


 

Involved units

 
 
     Microbial Pathogenicity Mechanisms  Bernhard Hube      Read more     

 

 

Leibniz-HKI-Authors

 
 
 
 
 

  

Selene Mogavero

 

Details

 

 

 

https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/microbial-pathogenicity-mechanisms.html
https://www.leibniz-hki.de/en/mpm-staff-details.html?member=289
https://www.leibniz-hki.de/en/mpm-staff-details.html?member=289
https://www.leibniz-hki.de/en/mpm-staff-details.html?member=289


 

Identifier

  
 

doi: 10.1016/j.fgb.2009.06.006

 

PMID: 19559094

 

 

Powered by TCPDF (www.tcpdf.org)

http://www.tcpdf.org

