Publications

Bruch A", Lazarova V', Krueger T, Schaeuble S, Kelani AA, Lehenberger P, Kniemeyer O,
Panagiotou G, Blango MG (2024) Mod5 mediates a molecular trade-off between optimal gene
expression and antifungal resistance. bioRxiv [Preprint]

Sprague JL, Schille TB, Allert S, Trimper V, Lier A, GroBmann P, Priest EL, Tsavou A,
Panagiotou G, Naglik JR, Wilson D, Schauble S, Kasper L', Hube B* (2024) Candida albicans
translocation through the intestinal epithelial barrier is promoted by fungal zinc acquisition and
limited by NFkBmediated barrier protection. Plos Pathogens 20(3), e1012031.

Brandt P', Mirhakkak MH’, Wagner L, Driesch D, Méslinger A, Fénder P, Schiuble S, Panagiotou
G, Vylkova S* (2023) High-throughput profiling of Candida auris isolates reveals clade-specific
metabolic differences. Microbiol Spectr 11(3), e0049823.

Faessler E, Hahn U*, Schauble S* (2023) GePI: large-scale text mining, customized retrieval and
flexible filtering of gene/protein interactions. Nucleic Acids Res 51(W1), W237-W242.

Hader A*, Schauble S*, Gehlen J, Thielemann N, Buerfent BC, Schiiller V, Hess T, Wolf T,
Schréder J, Weber M, Hunniger K, Loffler J, Vylkova S, Panagiotou G, Schumacher J, Kurzai O
(2023) Pathogen-specific innate immune response patterns are distinctly affected by genetic
diversity. Nat Commun 14(1), 3239.

Kelani AA, Bruch A, Rivieccio F, Visser C, Kruger T, Weaver D, Pan X, Schaeuble S, Panagiotou
G, Kniemeyer O, Bromley MJ, Bowyer P, Barber AE, Brakhage AA, Blango MG (2023) Disruption
of the A. fumigatus RNA interference machinery alters the conidial transcriptome. RNA 29(7),
1033-1050.

Mirhakkak MH’, Chen X', Heinekamp T, Sae-Ong T, Xu LL, Ni Y, Kurzai O, Barber AE, Brakhage
AA, Boutin S, Schauble S*, Panagiotou G* (2023) Genome-scale Metabolic modeling of
Aspergillus fumigatus strains reveals growth dependencies on the lung microbiome. Nat Commun
14(1), 4369.

Schruefer S, Pschibul A, Wong SSW, Sae-Ong T, Wolf T, Schauble S, Panagiotou G, Brakhage
AA, Aimanianda V, Kniemeyer O, Ebel F (2023) Distinct transcriptional responses to fludioxonil in
Aspergillus fumigatus and its AtcsC and Askn7 mutants reveal a crucial role for Skn7 in the cell
wall reorganizations triggered by this antifungal. BMC Genomics 24(1), 684.

Soll D, Arunkumar M, Alkhalaf M, Sun S, Nguyen T, Chu C, Lutz V, Schauble S, Garcia-Ribelles I,
Mueller M, Michalke B, Panagiotou G, Schatzlmaier P, Stockinger H, Schamel W, Huber M,
Zielinski C (2023) Sodium chloride in the tumor microenvironment enhances T-cell metabolic
fitness and cytotoxicity. BioRxiv [Preprint]

Allert S, Schulz D, Kammer P, GroBmann P, Wolf T, Schauble S, Panagiotou G, Brunke S, Hube
B (2022) From environmental adaptation to host survival: Attributes that mediate pathogenicity of
Candida auris. Virulence 13(1), 191-214.

Alonso-Roman R, Last A, Mirhakkak MH, Sprague JL, Mdller L, GroBmann P, Graf K, Gratz R,
Mogavero S, Vylkova S, Panagiotou G, Schauble S, Hube B, Gresnigt MS (2022) Lactobacillus
rhamnosus colonisation antagonizes Candida albicans by forcing metabolic adaptations that
compromise pathogenicity. Nat Commun 13(1), 3192.



Brandt P, Gerwien F, Wagner L, Kriger T, Ramirez-Zavala B, Mirhakkak MH, Schauble S,
Kniemeyer O, Panagiotou G, Brakhage AA, Morschhauser J, Vylkova S (2022) Candida albicans
SR-like protein kinases regulate different cellular processes: Sky1 is involved in control of ion
homeostasis, while Sky2 is important for dipeptide utilization. Front Cell Infect Microbiol 12,
850531.

Tappe B, Lauruschkat C, Strobel L, Kurzai O, Rebhan S, Kraus S, Lauruschkat C, Garcia JP,
Bussemer L, Possler L, Held M, Huenniger K, Kniemeyer O, Schauble S, Brakhage AA,
Panagiotou G, White L, Einsele H, Loffler J, Wurster S (2022) COVID-19 patients share common,
corticosteroid-independent features of impaired host immunity to pathogenic molds. Front Immunol
13, 954985.

Zoran T, Seelbinder B, White PL, Price JS, Kraus S, Kurzai O, Linde J, Hader A, Loeffler C,
Grigoleit GU, Einsele H, Panagiotou G, Loeffler J, Schauble S (2022) Molecular profiling reveals
characteristic and decisive signatures in patients after allogeneic stem cell transplantation
suffering from invasive pulmonary aspergillosis. J Fungi (Basel) 8(2), 171.

Lauruschkat CD, Etter S, Schnack E, Ebel F, Schauble S, Page L, Riimens D, Dragan M, Schlegel
N, Panagiotou G, Kniemeyer O, Brakhage AA, Einsele H, Wurster S, Loeffler J (2021) Chronic
occupational mold exposure drives expansion of Aspergillus-reactive type 1 and type 2 T-helper
cell responses. J Fungi 7(9), 698.

Mirhakkak M, Schauble S, Klassert T, Brunke S, Brandt P, Loos D, Uribe R, de Oliveira Lino FS,
Ni Y, Vylkova S, Slevogt H, Hube B, Weiss G, Sommer M, Panagiotou G* (2021) Metabolic
modeling predicts specific gut bacteria as key determinants for Candida albicans colonization
levels. ISME J 15(5), 1257-1270.

Dissanayake TK, Schauble S, Mirhakkak MH, Wu WL, Ng CK, Yip C-Y, Garcia-Lopez A, Wolf T,
Yeung ML, Chan KH, Yuen KY, Panagiotou G, To KKW (2020) Comparative transcriptomic
analysis of rhinovirus and influenza virus infection. Front Microbiol 11(1580), 1-13.

Khalig W, GroBmann P, Neugebauer S, Kleyman A, Domizi R, Calcinaro S, Brealey D, Gréaler M,
Kiehntopf M, Schiuble S, Singer M, Panagiotou G, Bauer M™ (corresponding authors™) (2020)
Lipid metabolic signatures deviate in sepsis survivors compared to non-survivors. Comput Struct
Biotechnol J 18, 3678-3691.

Reimann L, Schwable AN, Fricke AL, Muhlhauser WWD, Leber Y, Lohanadan K, Puchinger MG,
Schauble S, Faessler E, Wiese H, Reichenbach C, Knapp B, Peikert CD, Drepper F, Hahn U,
Kreutz C, van der Ven PFM, Radziwill G, Djinovi¢-Carugo K, First DO, Warscheid B (2020)
Phosphoproteomics identifies dual-site phosphorylation in an extended basophilic motif regulating
FILIP1-mediated degradation of filamin-C. Commun Biol 3(1), 253.

Seelbinder B, Wallstabe J, Marischen L, Weiss E, Wurster S, Page L, Loffler C, Bussemer L,
Schmitt AN, Wolf T, Linde J, Cicin-Sain L, Becker J, Kalinke U, Vogel J, Panagiotou G, Einsele H,
Westermann AJ, Schauble S, Loeffler J (2020) Triple RNA-seq reveals synergy in a human virus-
fungus co-infection model. Cell Reports 33(7), 108389.

Fabian A, Stegner S, Miarka L, Zimmermann J, Lenk L, Rahn S, Buttlar J, Viol F, Knaack H, Esser
D, Schauble S, GroBmann P, Marinos G, Hasler R, Mikulits W, Saur D, Kaleta C, Schéafer H,
Sebens S (2019) Metastasis of pancreatic cancer: An uninflamed liver micromilieu controls cell
growth and cancer stem cell properties by oxidative phosphorylation in pancreatic ductal epithelial
cells. Cancer Lett 453, 95-106.



Heberle AM, Razquin Navas P, Langelaar-Makkinje M, Kasack K, Sadik A, Faessler E, Hahn U,
Marx-Stoelting P, Opitz CA, Sers C, Heiland |, Schauble S, Thedieck K (2019) The PI3K and

MAPK/p38 pathways control stress granule assembly in a hierarchical manner. Life Sci Alliance
2(2), e201800257.

Zoran T, Weber M, Springer J, White PL, Bauer J, Schober A, Loffler C, Seelbinder B, Hlnniger
K, Kurzai O, Scherag A, Schauble S, Morton CO, Einsele H, Linde J, Loffler J (2019) Treatment
with etanercept and low monocyte concentration contribute to the risk of invasive aspergillosis in
patients post allogeneic stem cell transplantation. Sci Rep 9(1), 17231.

‘equal contribution *corresponding author


http://www.tcpdf.org

