
Publications
Aramillo Irizar P, Schäuble S, Esser D, Groth M, Frahm C, Priebe S, Baumgart M, Hartmann N,
Marthandan S, Menzel U, Müller J, Schmidt S, Ast V, Caliebe A, König R, Krawczak M, Ristow M,
Schuster S, Cellerino A, Diekmann S, Englert C, Hemmerich P, Sühnel J, Guthke R, Witte OW,
Platzer M, Ruppin E, Kaleta C (2018) Transcriptomic alterations during ageing reflect the shift
from cancer to degenerative diseases in the elderly. Nat Commun 9(1), 327. 

Ravichandran M, Priebe S, Grigolon G, Rozarov L, Groth M, Laube B, Guthke R, Platzer M, Zarse
K, Ristow M (2018) Impairing L-threonine catabolism promotes helthspan through proteotoxic
methylglyoxal. Cell Metabolism 27(4), 914-925.e5.. 

Baumgart M, Priebe S, Groth M, Hartmann N, Menzel U, Pandolfini L, Ristow M, Englert C,
Guthke R, Platzer M, Cellerino A (2016) Longitudinal transcriptional analysis of vertebrate aging
identifies mitochondrial complex I as a small molecule-sensitive modifier of lifespan. Cell Systems
2(2), 122-132. 

Marthandan S, Baumgart M, Priebe S, Groth M, Schaer J, Kaether C, Guthke R, Cellerino A,
Platzer M, Diekmann S, Hemmerich P (2016) Conserved Senescence Associated Genes and
Pathways in Primary Human Fibroblasts Detected by RNA-Seq. PLOS ONE 11(5), e0154531. 

Mansfeld J, Urban N, Priebe S, Groth M, Frahm C, Hartmann N, Gebauer J, Ravichandran M,
Dommaschk A, Schmeisser S, Kuhlow D, Monajembashi S, Bremer-Streck S, Hemmerich P,
Kiehntopf M, Zamboni N, Englert C, Guthke R, Kaleta C, Platzer M, Sühnel J, Witte O, Zarse K,
Ristow M (2015) Branched-Chain Amino Acid Catabolism is a Conserved Genetic Regulator of
Physiological Aging Nature Communications 6, 10043. 

Marthandan S, Priebe S, Groth M, Guthke R, Platzer M, Hemmerich P, Diekmann S (2015) 
Hormetic effect of rotenone in primary human fibroblasts. Immunity & Ageing 12, 11. 

Marthandan S*, Priebe S*, Baumgart M, Groth M, Cellerino A, Guthke R, Platzer P, Hemmerich P
and Diekmann S (2015) Similarities in gene expression profiles during in vitro aging of primary
human embryonic lung and foreskin fibroblasts BioMed Research International 2015, ID 731938. 

Priebe S, Kreisel C, Horn F, Guthke R, Linde J (2015) FungiFun2: a comprehensive online
resource for systematic analysis of gene lists from fungal species. Bioinformatics 31(3), 445-446. 

Reichwald K, Petzold A, Koch P, Downie BR, Hartmann N, Pietsch S, Baumgart M, Chalopin D,
Felder M, Bens M, Sahm A, Szafranski K, Taudien S, Groth M, Arisi I, Weise A, Bhatt SS, Sharma
V, Kraus JM, Schmid F, Priebe S, Liehr T, Görlach M, Than ME, Hiller M, Kestler HA, Volff JN,
Schartl M, Cellerino A, Englert C, Platzer M (2015) Insights into Sex Chromosome Evolution and
Aging from the Genome of a Short-Lived Fish. Cell 163(6), 1527-1538. 

Baumgart M, Groth M, Priebe S, Savino A, Testa G, Dix A, Ripa R, Spallotta F, Gaetano C, Ori M,
Terzibasi Tozzini E, Guthke R, Platzer M, Cellerino A (2014) RNA-seq of the aging brain in the
short-lived fish N. furzeri - conserved pathways and novel genes associated with neurogenesis. 
Aging Cell 13(6), 965-974. 

Marthandan S, Priebe S, Hemmerich P, Klement K, Diekmann S (2014) Long-term quiescent
fibroblast cells transit into senescence. PLOS ONE 9(12), e115597. 



Petzold A, Reichwald K, Groth M, Taudien S, Hartmann N, Priebe S, Shagin D, Englert C, Platzer
M (2013) The transcript catalogue of the short-lived fish Nothobranchius furzeri provides insights
into age-dependent changes of mRNA levels. BMC Genomics 14, 185-185. 

Priebe S, Menzel U (2013) Assignment of orthologous genes by utilization of multiple databases:
the orthology package in R In: Pedro Fernandes, Jordi Solé-Casals, Ana Fred and Hugo Gamboa
(eds.) Bioinformatics 2013 - 4th Int. Conf. on Bioinformatics Models, Methods and Algorithms 1.
International Conference on Bioinformatics Models, Methods and Algorithms, Barcelona /Spain,
02/11/2013-02/14/2013, pp. 105-110.SCITEPRESS – Science and Technology Publications,
Lissabon /Portugal. ISBN: 978-989-8565358. 

Schmeisser K, Mansfeld J, Kuhlow D, Weimer S, Priebe S, Heiland I, Birringer M, Groth M, Segref
A, Kanfi Y, Price NL, Schmeisser S, Schuster S, Pfeiffer AF, Guthke R, Platzer M, Hoppe T,
Cohen HY, Zarse K, Sinclair DA, Ristow M (2013) Role of sirtuins in lifespan regulation is linked to
methylation of nicotinamide. Nat Chem Biol 9(11), 693-700. 

Schmeisser S, Priebe S, Groth M, Monajembashi S, Hemmerich P, Guthke R, Platzer M, Ristow
M (2013) Neuronal ROS signaling rather than AMPK/sirtuin-mediated energy sensing links dietary
restriction to lifespan extension. Mol Metab 2(2), 92-9102. 

Schmeisser S, Schmeisser K, Weimer S, Groth M, Priebe S, Fazius E, Kuhlow D, Pick D, Einax
JW, Guthke R, Platzer M, Zarse K, Ristow M (2013) Mitochondrial hormesis links low-dose
arsenite exposure to lifespan extension. Aging Cell 12(3), 508-517. 

Baumgart M, Groth M, Priebe S, Appelt J, Guthke R, Platzer M, Cellerino A (2012) Age-dependent
regulation of tumor-related microRNAs in the brain of the annual fish Nothobranchius furzeri. Mech
Ageing Dev 133(5), 226-233. 

Zarse K, Schmeisser S, Groth M, Priebe S, Beuster G, Kuhlow D, Guthke R, Platzer M, Kahn CR,
Ristow M (2012) Impaired insulin/IGF1 signaling extends life span by promoting mitochondrial L-
proline catabolism to induce a transient ROS signal. Cell Metab 15(4), 451-465. 

Keller J, Ringseis R, Priebe S, Guthke R, Kluge H, Eder K (2011) Effect of L-carnitine on the
hepatic transcript profile in piglets as animal model. Nutr Metab (Lond) 8, 76. 

Keller J, Ringseis R, Priebe S, Guthke R, Kluge H, Eder K (2011) Dietary L-carnitine alters gene
expression in skeletal muscle of piglets. Mol Nutr Food Res 55(3), 419-429. 

Priebe S, Linde J, Albrecht D, Guthke R, Brakhage AA (2011) FungiFun: A web-based application
for functional categorization of fungal genes and proteins. Fungal Genet Biol 48(4), 353-358. 

 
  

*equal contribution #corresponding author

 

Powered by TCPDF (www.tcpdf.org)

http://www.tcpdf.org

