
Publications
Kang K, Imamovic L, Misiakou M, Sørensen MB, Heshiki Y, Ni Y, Zheng T, Li J, Ellabaan MMH,
Colomer-Lluch M, Rode AA, Bytzer P, Panagiotou G#, Sommer MOA (corresponding author#) 
(2021) Expansion and persistence of antibiotic-specific resistance genes following antibiotic
treatment. Gut Microbes 13(1), 1-19. 

Ni Y*, Lohinai Z*, Heshiki Y, Dome B, Moldvay J, Dulka E, Galffy G, Berta J, Weiss GJ, Sommer
MOA, Panagiotou G# (2021) Distinct composition and metabolic functions of human gut microbiota
are associated with cachexia in lung cancer patients. ISME J 15(11), 3207-3220. 

Heshiki Y, Vazquez-Uribe R, Li J, Ni Y, Quainoo S, Imamovic L, Li J, Sørensen M, Chow BKC,
Weiss GJ, Xu A, Sommer MOA, Panagiotou G (2020) Predictable modulation of cancer treatment
outcomes by the gut microbiota. Microbiome 8(1), 28. 

Kang K, Ni Y, Li J, Imamovic L, Sarkar C, Kobler MD, Heshiki Y, Zheng T, Kumari S, Wong JCY,
Archna A, Wong CWM, Dingle C, Denizen S, Baker DM, Sommer MOA, Webster CJ, Panagiotou
G** (2018) The environmental exposures and inner- and intercity traffic flows of the metro system
may contribute to the human skin microbiome and resistome. Cell Reports 24(5), 1190-1202. 

Heshiki Y, Dissanayake T, Zheng T, Kang K, Yueqiong N, Xu Z, Sarkar C, Woo PCY, Chow BKC,
Baker D, Yan A, Webster CJ, Panagiotou G**, Li J** (2017) Toward a Metagenomic Understanding
on the Bacterial Composition and Resistome in Hong Kong Banknotes. Front Microbiol 8, 632. 

 
  

*equal contribution #corresponding author

 

Powered by TCPDF (www.tcpdf.org)

http://www.tcpdf.org

