
Publications
Hasan M, Schulze S, Berndt L, Palm G J, Braga D, Richter I, Last D, Lammers M, Lackner G# 
(2022) Diversification by CofC and control by CofD govern biosynthesis and evolution of coenzyme
F420 and its derivative 3PG-F420. mBio 13(1), e03501-21. 

Last D, Hasan M, Rothenburger L, Braga D, Lackner G# (2022) High-yield production of coenzyme
F420 in Escherichia coli by fluorescence-based screening of multi-dimensional gene expression
space. Metab Eng 73, 158-167. 

Um S, Guo H, Thiengmag S, Benndorf R, Murphy R, Rischer M, Braga D, Poulsen M, de Beer
ZW, Lackner G, Beemelmanns C (2021) Comparative genomic and metabolic analysis of 
Streptomyces sp. RB110 morphotypes illuminates genomic rearrangements and formation of a
new 46-membered antimicrobial macrolide. ACS Chem Biol 16(8), 1482-1492. 

Braga D, Hasan M, Kröber T, Last D, Lackner G (2020) Biosynthesis of the redox coenzyme F420
in Thermomicrobia involves reduction by standalone nitroreductase superfamily enzymes. Appl
Environ Microbiol 86(12), e00457-20. 

Kufs JE, Hoefgen S, Rautschek J, Bissell AU, Graf C, Fiedler J, Braga D, Regestein L,
Rosenbaum MA, Thiele J, Valiante V (2020) Rational design of flavonoid production routes using
combinatorial and precursor-directed biosynthesis. ACS Synth Biol 9(7), 1823-1832. 

Lenz C, Wick J, Braga D, Garcia-Altares M, Lackner G, Hertweck C, Gressler M, Hoffmeister D 
(2020) Injury-triggered blueing reactions of Psilocybe "magic" mushrooms. Angew Chem Int Ed
59(4), 1450-1454. 

Peña-Ortiz L, Graça AP, Guo H, Braga D, Köllner TG, Regestein L, Beemelmanns C, Lackner G 
(2020) Structure elucidation of the redox cofactor mycofactocin reveals oligo-glycosylation by
MftF. Chem Sci 11, 5182-5190. 

Braga D, Last D, Hasan M, Guo H, Leichnitz D, Uzum Z, Richter I, Schalk F, Beemelmanns C,
Hertweck C, Lackner G (2019) Metabolic pathway rerouting in Paraburkholderia rhizoxinica
evolved long-overlooked derivatives of coenzyme F420. ACS Chem Biol 14(9), 2088-2094. 

Brandenburger E, Braga D, Kombrink A, Lackner G, Gressler J, Künzler M, Hoffmeister D (2018) 
Multi-genome analysis identifies functional and phylogenetic diversity of basidiomycete adenylate-
forming reductases. Fungal Genet Biol 112, 55-63. 

Guo H, Schmidt A, Stephan P, Raguž L, Braga D, Kaiser M, Dahse HM, Weigel C, Lackner G,
Beemelmanns C (2018) Precursor-directed diversification of cyclic tetrapeptidic
pseudoxylallemycins. ChemBioChem 19(21), 2307-2311. 

Klapper M, Braga D, Lackner G, Herbst R, Stallforth P (2018) Bacterial alkaloid biosynthesis:
Structural diversity via a minimalistic nonribosomal peptide synthetase. Cell Chem Biol 25(6),
659-665. 

Braga D, Lackner G (2017) One ring to fight them all: The sulfazecin story. Cell Chem Biol 24(1),
1-2. (Review) 

Braga D, Hoffmeister D, Nett M (2016) A non-canonical peptide synthetase adenylates



3-methyl-2-oxovaleric acid for auriculamide biosynthesis Beilstein J Org Chem 12, 2766-2770. 

 
  

*equal contribution #corresponding author

 

Powered by TCPDF (www.tcpdf.org)

http://www.tcpdf.org

